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i mqrgaalc£rlwlclglldglvsgys^ 50 

II I I I I MINIM • : : N I II II II I 

i mqpgaalnlrlwlclg^ 50 

si crgqhplewAwpgaqeapatgdkdsedtgwrdcegWpyc^ 100 

1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 : nn 

51 crgqhplewtwpgaqevlttggkdsedtrvv^^ ioo 

101 VHANDTGS YVC YYKYI KARIEGTTAAS S YV FVRDFEQ P F INKPDTLLyNR 150 

■ 1 1 1 i I i MINI-- 1 1 1 1 M M M 1 1 1 _ 
ioi tjU^tcsyhcyy^ 150 

151 KDAMWVPCLVSIPGLNVTLRSQSSVLWPDGQEVWDDRRGMLV 200 

201 ALYLQCETTWGDQDFLSNPFLVHITGNELYDIQLLPRKSLELLVGE^ 250 
2 01 iii&U^i H UiL^i^iiiiiiviKic^iiUUUi 250 
251 NCTVWAEFNSGVTFD>TOYPGKQRERGKWPERRSQQTHT^ 300 
2 51 iciUUp^oU^UGUiiLJcUUiUiUilElWiiii^ 300 
301 SQHDLGSYVCKJUWGIQRFRESTEViyHENPFISVEWLKGPILEATAG 350 
301 iUUpUkUlGURFRUiUUikUUUUlGUiUUGiE 350 

3 51 IUlpUlAAYPPPEFQ^ 400 
401 LV^SAAGLRRNISLELVWPPQIHEKEASSPSIYSRH^ 450 

40 i iUUUiJ^ -o 
451 T^ii^TTTTiTTTirTtTfimt? 500 

451 P Q PL S VQWHWRPVTTP CKT FA.QR.S LRRRQQRDGMP Q CRDWKEVTTQDAVNP 500 
501 IESLDTWTEFVEGKNKTVSKLVIQNA1WSAMYKC 550 
501 iU^WUJ^^ "0 
551 VTTI PDGFTIES KPS EELLEGQPVLLS ^Q^^^ T^Y ?¥^^'YY^'VYV^TV?? 

551 UUiJikiUi^piiJU^ «o 

601 AHGNPLLLDCKNVHLFATPLAASLEEVAPGARHATLSLSIPRVAPEHEGH 650 
S 01 Ui,pLiiic^iUUiEiiiEEAEP G iRUUii N ipiUU D EG D 6 50 
651 YVCEVQDRRSHDKHCHKKYLSVQALEAPRLTQNLTDLLV1WSDSLEMQCL 700 
651 WcUiiRRUiicUilU^ ™ 



BY 
/ 



SUBCLASS 



[DRATTSMAH f 




7 / 7 



H 701 VAGAHAPSIVWYKDERLLEEKSGVDLADSNQKLSIQRVREEDAGRYLCSV 750 

Mill MMMMMMMMiMMMIhlMMMMMIMMM 
M 701 VAGAHVPS IVWYKDERLLEKESGIDLADSNQRLS IQRVREEDAGRYLCS V 75 0 

H 751 CNAKGCVNSSASVAVEGSEDKGSMEIVILVGTGVIAVFFWLLLLIFCNM 8 00 

MMMMMMMMMIMMMMIhlMMMMMMIMMM 

M 751 CNAKGCVNSSASVAVEGSEDKGSMEIVILIGTGVIAVFFWVLLLLIFCNM 8 00 

H 801 RRPAHADIKTGYLSIIMDPGEVPLEEQCEYLSYDASQWEFPRERLHLGRV 850 

:||lllllllllllllllllllllllllllllllllllllllllllllll 
M 801 KRPAHADIKTGYLSIIMDPGEVPLEEQCEYLSYDASQWEFPRERLHLGRV 850 



H 



M 



851 LG YGAF GKWE AS AFG I HKGS S CDTVAVKMLKEGATAS E HRALMS E L K I L 900 

IhlMMMMMMIMMMMMMMMMMMMMMIMM 

851 LGHGAFGKWEASAFGINKGSS CDTVAVKMLKEGATAS EHRALMSELKIL 9 00 
G857R 



H 9 01 IHIGNHLNWNLLGACTKPQGPLMVIVEFCKYGNLSNFLRAKRDAFSPCA 950 

I I I I I I I I I I I I I I I I I I I llllllllllllllllllll III I • I I 
M 9 01 IHIGNHLNVVKLLGACTKPNGPLMVIVEFCKYGNLSNFLRVKRDTFNPYA 9 50 

H 951 EKSPEQRGRFRAMVELARLDRRRPGSSDRVLFARFSKTEGGARRASPDQE 1000 

lllllll lllllll h IIIIIIMII II II -I 1 1 1 1 II 

M 9 51 EKSPEQRRRFRAMVEGAKADRRRPGSSDRALFTRFLMGKGSARRAPLVQE 1000 

H 1001 AE D LWL S P LTME D L VC Y S F Q VARGME F LAS R KC I HRD L AARN I L L S E S D V 105 0 

IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIII: 
M 1001 AEDLWLSPLTMEDLVCYSFQVARGMEFLASRKCIHRDLAARNILLSESDI 105 0 

R1041P D1049N 
L1044P 

H 1051 VKICDFGLARDIYKDPDYVRKGSARLPLKWMAPESIFDKVYTTQSDVWSF 1100 

IIIIMIilllllllllllllllllllllMIIIIIIIIIIIIIIIIMI 
M 1051 VKICDFGLARDIYKDPDYVRKGSARLPLKVJMAPESIFDKVYTTQSDVWSF 1100 

I1053N (Chy mouse mutation) 

H 1101 GVLLWEIFSLGASPYPGVQINEEFCQRLRDGTRMRAPELATPAIRRIMLN 1150 

lllllllllllllllllllllllllllhllllllllllllllll II - 
M 1101 GVLLWEIFSLGASPYPGVQINEEFCQRLKDGTRMRAPELATPAIRHIMQS 115 0 

P1114L 



H 1151 CWSGDPKARPAFSELVEILGDLLQGRGLQEEEEVCMAPRSSQSSEEGSFS 12 00 

1 1 1 1 1 1 1 1 1 1 1 1 Ul 1 1 1 1 1 1 1 1 1 1 I Mill II lllllll I 

M 1151 CWSGDPKARPAFSDLVEILGDLLQGGGWQEEEEERMALHSSQSSEEDGFM 12 0 0 

H 1201 QVSTMALHIAQADAEDSPPSLQRHSLAARYYNWVSFPGCLARGAETRGSS 1250 

I II MM Mlhlllll: MIIIIMI Mill MM • I Ml 
M 1201 QASTTALHITEADADDSPPSMHCHSLAARYYNCVSFPGRLARGTKTPGSS 1250 

H 1251 RMKTFEEFPMTPTTYKGSVDNQTDSGMVLASEEFEQIESRHRQESGF 129 7 

lllllll llllllll I ! I I I I M I I I II II h:| I I I I I I 

M 1251 RMKTFEELPMTPTTYKASMDNQTDSGMVLASEEFEELESRHRPEGSF 12 9 7 



FIG. 3B 



